MolProbity Ramachandran analysis
leve.pdb, model 1

General case Isoleucine and valine
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Pre-proline Glycine
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Trans proline Cis proline

180

) W)

Psi |

Psi

N
) G

7
>

-180 —

LN B L B L B

/2 PNE N 7\

0 Phi 180 -180 0 Phi 180

94.2% (501/532) of all residues were in favored (98%) regions.
100.0% (532/532) of al residues were in allowed (>99.8%) regions.

There were no outliers.
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