Assignment 5
Version 5.1
 
Identify a protein/RNA that is of interest to you and is relevant to your research. You will use this protein/RNA for your final project. Once you have chosen a protein/RNA, go to the PDB (https://www.rcsb.org/), enter the name of the protein into the search window at the top of the page. Obtain the 4-character pdb entry code, and take a screen shot of the pdb entry (as shown below)
For some (most) proteins there are many pdb entries (various mutants, organisms, complexes etc). You have to choose one. If possible, find the entry with the native sequence of your protein, rather than a mutant. Chose an x-ray structure (not NMR) and get the best resolution that you can find. For Caspase-9 above, the resolution is 2.8 Å. Lower resolution is better.
Explain in a few sentences why you chose the structure that you chose.
Example: For caspase 9 from humans, the pdb entry code is 2AR9 and the resolution is 2.8 .
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Crystal structure of a dimeric caspase-9
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